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CTAB DNA H,-H, /H,
PCR ISSR 10
5
10 x PCR Buffer 2 2
pl 2 mmol- L™" dNTP 2 pL 5 pmol - L™ 0.8 0.124 2
pl 25 mmol- L' MgCl, 2 uL 25 ng- uL~' 0.209 2
DNA 2 uL 5 U- uL™' Tag DNA 0.2 pL H -H, Nei’ s
20 pL 94 C 5 min 94 C 0. 406 2 59. 38%
30s 52 53°C 455 72 C 2 min 45 40. 62%
72 C 7 min
1 PCR 0.5 4
x TBE 2% 100 bp
DNA ladder Marker 100 ~1 500 bp 48
120 V 1h 47 97.92%
Nei’ s Shannon 0.201 7
1 0.145 2 0.331 9 £0.198 5
Tab. 1 Sequence of ISSR primers used for 2 PPB =29. 17%
experiment and their anneal temperature 2 PPB =64.58%
/C
810 GAG AGA GAG AGA GAG AT 52 Shannon
835 AGA GAG AGA GAG AGA GYC 52 H,-H, /H, 38.21%  Nei's
857 ACA CAC ACA CAC ACA CYG 53 0. 406 2 0.730
811 GAG AGA GAG AGA GAG AC 52 9
808 AGA GAG AGA GAG AGA GC 52 Popgene 1.31
Y C T
1.3
01 Popgene
1.31 ’ Nei’ s
H  Shannon 1
PPB
H, H, Gy
N,
Shannon
H= - Y Plog,P, H  Shannon 1
P, 12
H H}"“P HSP HP"P
H, H,/H,
2
Tab.2 Population genetic diversity of E. chloranthoides
Na/ Ne/ Nei’ s H  Shannon’ s 1 PPB/%
1.291 7 £0.459 3 1.148 1 £0.297 5 0.088 9 +0. 160 2 0.1373+£0.234 4 29.17
1 1.604 2 +0.494 2 1.194 9 £0.232 5 0.136 1 £0.143 7 0.225 6 +0.218 8 60. 42
2 1.6458+0.4833 1.201 2 £0.270 1 0.1353 +£0.148 7 0.2259 +0.217 8 64. 58
1.500 0 +0. 505 3 1.221 3 +0.320 9 0.136 5 +0.1759 0.214 0 £0.254 5 50. 00
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Fig. 1  Dendrogram for 4 populations of
E. chloranthoides Yang from Mt. Jingyun
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Effects of Habitat Fragmentation on Population Genetic Diversity of
Endangered Plant Euonymus chloranthoides Yang

HU Shi-jun’  YAN Xiao-hui' HE Ping® ZHANG Chun-ping’
1. Key Laboratory of Biodiversity Conservation in Southwest China State Forestry Administration — Faculty of Forestry
Southwest Forestry University Kunming 650224 2. School of Life Science Southwest University Chongging 400715 China

Abstract Habitat fragmentation is the main threat to the survival of many species species response to habitat fragmentation differently the
information of genetic diversity has great significance to protect species. Euonymus chloranthoides Yang is an endangered plant endemic to
Chongqing. The population of this plant in Jinyun Mountain has been fragmented seriously because of the highway construction tour develop-
ment and so on. Some populations are small and isolated. Four populations in Jinyun maintain were selected to study the effects of habitat frag-
mentation on population genetic diversity of E. chloranthoides. The results of ISSR experiment show that the G, is 0.406 2 which means
59.38% of the genetic diversity exists within the population and 40. 62% of the genetic diversity exists among populations the level of popu-
lation differentiation is high due to long isolation low dispersal distance of pollen and seed. The PPB of the population with highest genetic di-
versity is 64. 58% The genetic diversity of Banzigou population the smallest one is the lowest and the PPB of this population is 29. 17%
which means small population do harm to the maintenance of genetic diversity. The gene flow N, is0.7309 which is difficult to counteract
the differentiation caused by genetic drift. Cluster analysis show he nearest populations cluster first which mean that the genetic differentiation
is affected by spatial distance. In-situ conservation should be strengthened to protect the small populations and gene flow among populations
should be improved to prevent the further genetic loss of small populations.
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