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Progress of the Research on Proteome and Proteome in Protozoan Area
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Abstract Proteome has become the key part of functional genome research in post-genome era. Initially its significant as-
signment is study of whole set proteins coded in the genome with technologies of 2D-electrophoresis  bioinformatics and pro-
tein-protein interaction. Recently Proteomics technologies have been well improved including Mass Spectrum comparative
proteome method and yeast two-hybrid technology. Protozoan is a unicellular eukaryote its size is small but can accomplish
all the life activities by itself. There are nearly 10 000 species of parasitical protozoan which cause severe disease to animal
or human. The sequence measuring of 73 protozoan genome is completed or in progress in the world most of which step into
proteomics research. Therefore protozoan proteomics has achieved much advances. In this article proteome research of rep-
resentative protozoan such as Entamoeba histolytica. Trypanosoma bruce Plasmodium vivax. were reviewed mainly their
nosogenesis diagnosis vaccines and so on.
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NeSUB1 NeGRA2 NCDG1
1
ORF Swiss-Prot * TrEMBL*
MB
Schistosoma mansoni 270 15 000 ~25 000 8 83 516
Leishmania major 34 8272 36 33 8 278
Trypanosoma brucei 26 9 068 22 165 9977
Trypanosoma cruzi 34 22 570 14 54 20 136
Trichomonas Vaginalis 60 ~ 80 ND# ND# 15 292
Giardia lamblia 12 ND* 5 37 7005
Entamoeba histolytica 20 9938 14 78 9 569
Plasmodium falciparum 23 5 300 14 184 10 553
Plasmodium vivax 30 ND* 14 10 1702
Plasmodium yoelii yoelii 23 5 300 14 13 7914
Toxoplasma gondii 30 ND* 9 30 480
Cryptosporidium hominis 9.2 ND* 8 1 4012
Cryptosporidium parvum 10 ND* 8 7 4 065
Brugia malayi 110 ND* 6 66 950
ND# not determine Swiss — Prot*  TrEMB*  Expasy http //www. expasy. ch/sprot/
2006-02-21.
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