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Fig.2a The Result of Predicted Intra-domain Features of ATP8 Protein for

Black Bear Sichuan Subspecies and Other 6 Species
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Fig.2b  The Result of Predicted Intra-domain Features of ATP6 Protein for Asian
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Black Bear Sichuan Subspecies and Other 6 Species
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Fig. 3 Phylogenetic Tree for Seven SpeciesATP8 and ATP6 Gene a. by Minimum Evolution Method b. by UPGMA Method
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Table 1 ~ Similarity Comparison of ATP8 and ATP6 from Asian Black Bear Sichuan Subspecies with
Other Reported Mammals at the nt and aa Level
Species ATP8 nt ATP8 aa ATP6 nt ATP 6 aa GeneBank Accession No.
Ursus americanus 88.7% 80.6% 90.0% 100% AF303109
Ursus arctos 84.8% 82.1% 89.1% 94.3% AF303110
Ursus maritimus 84.3% 83.6% 88.8% 94.3% AF303111
Bos taurus 66.7% 61.2% 73.9% 84.5% AY526085
Canis familiaris 69.6% 62.7% 78.6% 87.2% AY729880
Rattus norvegicus 69.6% 59.7% 70.3% 78.8% X14848
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Cloning and Sequence Analysis of mtDNA ATP Synthase F, Subunit 8§ ATP8 and Subunit

6 ATP6 Gene from Asian Black Bear Sichuan Subspecies Ursus thibetanus mupinensis

HAO Yan-zhe DU Yu-jie WU Xia ZHANG Tian HOU Wan-ru

College of Life Science China West Normal University Nanchong Sichuan 637002 China
Abstract Mitochondrial ATP synthase I, subunit 8 ATP8 and subunit 6 ATP6 gene in muscular tissue of Asian black bear Si-
chuan subspecies Ursus thibetanus mupinensis are amplified for the first time through PCR technology with primers designed accord-
ing to ATP8 genes and ATP6 genes of some other mammals reported which are cloned sequenced and analyzed preliminarily. The re-
sult shows that the full length of the PCR product is 942bp which contains ORF 842 encoding the ATP8 and ATP6 genes with a 43bp o-
verlap between them. The ATP8 sequence is 204bp encoding a protein with 67 amino acid residues whose molecular weight is 7. 9KD
and isoelectric point is 10.35. The ATP6 gene is 682bp encoding a protein with 226 amino acid residues whose molecular weight is 24.
8KD and isoelectric point is10. 63. Both of them are highly homologous to those of other mammals reported. Construction of phylogenet-
ic tree based on nucleotide sequence manifests that the Asian black bears with Sichuan subspecies have closer relationship to the Ameri-
can black bears.
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