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Fig. 1
RT-PCR amplification result of RPL34 of A. melanoleuca
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Fig.2 Nucleotide sequence and putative amino acid

sequence of RPL34 ¢cDNA from A. melanoleuca
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Fig.3  Comparison of the functional sites in RPL34 amino

acid sequences among the 7 species

Fig.4 Constructing the homology tree using the amino

acid sequence of Protein RPL34 from A. melanoleuca
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¢DNA Cloning of Ribosomal Protein .34 Gene from Giant Panda and
Analysis to Features of the Encoding Protein

DU Yu-jie' HOU Yi-ling® HOU Wan-ru’
1. Biochemical Department Zhanjiang Education College Zhanjiang Guangdong 524000
2. College of Life Science China West Normal University Nanchong Sichuan 637002 China

Abstract In order to study the structural gene of RPL34 and accumulate a wealth of data for research on the molecular level the cD-
NA of RPL34 was cloned successfully for the first time from the giant panda Ailuropoda melanoleuca using RT-PCR  which was also
sequenced analyzed preliminarily and constructed the tree using protein RPL34. The result shows that the ¢cDNA fragment cloned is
379bp in size containing an open reading frame of 354 bp. The deduced protein sequence shows that the protein is composed of
117amino acids and its estimated molecular weight is 13.292 9 kD with a pl of 11.48. Topology prediction shows there are eleven func-
tional sites clarified five types. Alignment analysis indicates that the nucleotide sequence and the deduced amino acid sequence share a
high homology with some species studied including Homo sapiens Bos Taurus Rattus norvegicus Mus musculus Xenopus laevis and
Danio rerio. The molecular weight and pl are more closed and functional sites are roughly the same. These results display the gene and
its encoding protein is highly conserved. The same category between the tree constructed by Ribosomal Protein 134 and the traditional
classify indicate that the RPL34 can reflect the relationship among species very well.
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