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The Application of Two-dimensional Electrophoresis Technology in
Entomological Research
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Abstract As life sciences into post-genome era proteomics is becoming the new research hot spot. Two-dimensional electrophoresis
technology which has the advantages of high sensitivity high resolution and simultaneously resolving thousands of proteins in one sepa-
ration procedure as a core technology of proteomics in life sciences is playing an irreplaceably important role. In recent years with
the full genome sequence of model insects had been determined such insects as Drosophila melanogaster Bombyx mori  Apis mellifera
and Anopheles gambiae the study of insect proteomics was developed quickly. This paper reviewed the current application of two-dimen-
sional electrophoresis in entomological research including those in insect genetics developmental biology subcellular organelles im-
munology toxicology behavior and vector entomology. We can find from results that the change of insect on mutant development re-
sistance behavior is closely related with the different expression of the proteins or the change of protein hypotype and identified the re-
lated proteins. This research on insect play an important part in revealing the comprehensive grow and development physiological and
biochemical characteristics and so on. Meanwhile it is also provided a very good complement for the transcription level’s research.
How to improve the accuracy and repeatability of two-dimensional electrophoresis technology to study the insects more extensive and
in-depth will be the focus of future research.

Key words two-dimensional electrophoresis insect proteomics



