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Fig.1 Agarose gel electrophoresis of RT-PCR products
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Fig. 2 Agarose gel electrophoresis of recombinant plasmid
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cDNA
216 4

CCACCAGCTCCCCCATATACTTTCCCCTGATAACCTTCT
CATAGAGCTGTTTCCCGGGGTTGATCGATGACTCGTCCA
CCACTCGGTCGTATTCCAAACGAAAGTCTTCCAGCTCTC
CGTTCCCTCCGAACGCTCCCCACTCTGTGTTCACACACA
TCCTCCCCTCCTCTCCTTCCACCAGCTCCACAGAGTGCA
TCTCCTCCATGTAGCACACGTTGCAGCCCGTCCCCACTA
TCATGCCAACCTCACAGCTCCGGTCCTCATAGTAACAGG
AGATCATTGTAGCCACTGTGTCATTCACCATGGCAACTA
TGTCCATCTCAAAGTCCCCTCTTCGTTTTATGGCATCTCT
GAGGAGACCAACAATGTTGTTGCCTTCTGCACCAGAGG
CCTTCAACCCTTTACTCCAGTTCACTACCATTCCCTTCT
CCAGCCTTCTCATCCCCGACTCGCAAACCAGAATCTCAAT
CCCACAGCAACTTTTTTATCTTTCATCTCCTCCTTATCC
AGGAAGTCGGATATGCACTCTGCAATGTAGTCGAATAGC
ATTTCCGCAGTCCCGGTCATGGCATCCTCTGGAATGGAG
TACATGCAGTGTTTGGTCTCCACCTTCCAGCCTCTCTCT
TCGTCCTCACCCACTTTCACCAGCATCACCCG

3 GKcDNA
Fig.3  Partial ¢cDNA sequences of GK in S. meridionalis
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Animal Sciences

Cloning and Sequencing Analysis of Glycosidase in Silurus meridionalis

LI Jia-wer LI Ying-wen

Abstract In order to clone the glucokinase gene in Silurus meridionalis specific primers to glucokinase gene were designed according
to the conserved regions of amino acids of glucokinase gene structure that have been reported. Encoding glucokinase ¢cDNA fragments
were amplified by RT-PCR from the total RNA in the hepatopancreas . The PCR products were ligated into pMD-18 vector which was
transformed into E. coli DH5«. Positive bacteria clones were screened and identified by PCR. The sequence of glucokinase gene frag-
ment was also determined and analyzed. Compared with Cyprinus carpio the homology of the clone S. meridionalis glucokinase was
83% . The sequences of S. meridionalis and other species were used by NJ bootstrap with Phylip for the purpose of establishing the evo-
lutionary relationship of GK. The sequence of S. meridionalis and Ctenopahryngodon idellus Cyprinus carpio Carassius auratus Eruth-
roculter ilishaeformis  Oncorhynchus mykiss Salmo Sparus aurata Rhabdosargus sarba forms a branch. The glucokinase gene frag-
ment was successfully cloned whose length was 688 bp from the hepatopancreas of S. meridionalis. This can lay the groundwork for clo-
ning the full-length gene. It also build a solid foundation for the study of glucokinase of S. meridionalis in the different nutrition.
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