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Tab. 1 Primer of CART gene
H R FFHI(57—3")
F1 CCTTGGGARAAGAARTTTGG
R1 CCNCGNGGACAGTCGCACAT
F2 CCTCGGGGACAGTCGCACATTTTTCCA
F3 GCCTTTACGGATTGCGCACTGCTCTCC
R2 TGGGAGAAGAAGTTTGGGCAGGTT
R3 CCTATGTGCGACGTGGGAGAGC
UPM CTAATACGACTCACTATAGGGCAAGC
AGTGGTATCAACGCAGAGT
NUP AAGCAGTGGTATCAACGCAGAGT
M13M4 GTTTTCCCAGTCACGAC
F4 GATCCTGAGCGCGGTGTTTG
R4 CATCTCTTCAGCGTGTTCTTGC
F5 GCCCGTTTCGATCAGCACCATG
R5 TCCACTTCGGTGTCCTCGTTGTC
F6 GATACGCTCATTCCGATTACAG
R6 GAGAAACGGCTACCACATCC
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Fig. 1 Electrophoresis of the fragment of CART gene cDNA
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Fig. 2 The nucleotide acid sequence of CART gene cDNA and its deduced amino acid sequence
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FI A ProtParam T B /7 fif CART & A — 2% Tab.3 Amino acid composition of CART gene
EMy L, 45 B s CART B H B R EFH N 1 881 4, c¢DNA encoding protein
A F A Cogs Hosy Nigy O165 Sy s 4 T4 13. 33 kD, 4§ SR BH S/ 0| ASEmRAs BH N/%
ML SN 8. 18, M R Ak MEy — 0. 147(FR 2) i H H Leu(L) 17 14.41 Phe(F) 5 4.24
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AR OER AR ER SR RIE. 45 0.85% (£ 3). Lys(K) 9 7.63 Met(M) 5 4. 24
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%2 CARTEB DNA RBAEB—REMI Aln(A) §  6.78 | Gln(Q 4 3.3
Tab. 2 Primary structure analysis of CART gene cDNA Cys(C) 7 593 Asn(N) 3 9 54
— LR AT SN Glu(E) 7 5.93 Thr(T) 3 2.54
SEMEE /A 118 Gly(G) 7 5.93 His(H) 1 0. 85
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Tab. 4 Predicted secondary structure of CART protein
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Fig. 4 Comparison of the amino acid sequence of CART protein
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Cloning, Sequence Analysis and Tissue Distribution of CART Gene ¢cDNA from Silurus meridionalis

PENG Huan-wen, YANG Yan, YIN Chuan-long, LI Yan-li, ZHANG Hao-xing

(Key Laboratory of Freshwater Fish Reproduction and Development (Ministry of Education) ,

Southwest University, Chongging 400715, China)

Abstract; The full length cDNA of southern catfish CART (cocaine-and amphetamine-regulated transcript) was cloned RNA by RT-
PCR and RACE. It contains 688 nucleotides, including 5 UTR of 109 nucleotides, 3’ UTR of 222 nucleotides and an open reading

frame (ORF) with 357 nucleotides encoding a 118-amino acid peptide. The results showed that CART of southern catfish has
95.8%, 72.0%, 75.0%, 72.9%, 75.0% and 52.5% similarity with CART protein from channel catfish, goldfish. goldfish 2,

common carp 1, common carp 2 and human, respectively. CART protein of southern catfish was clustered closely with channel cat-

fish, in accordance with the phylogeny of fishes. The result of tissue distribution showed that CART gene mRNA was mainly ex-

pressed in the brain, in accordance with CART” s function. Our results provide new basic data for feeding-control mechanism in

this fish.

Key words: Silurus meridionalis; CART gene; cloning; analysis; mRNA; tissue distribution
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