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Tab.1 Summary of commonly used indexes for classification and determination of bee morphology
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Fig. 1 Common indexes for classification and
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Progress of the Method of Species Taxonomy for the Genus A pis

PENG Qingchun, TONG Jinfeng, MA Zhengang, XU Jinshan
(Chongqing key Laboratory of Vector Insects, Chongqing key Laboratory of Animal Biology, Chongqging Normal University,
Chongqing 401331, China)

Abstract: [ Purposes]In order to provide references for the taxonomic work of the genus Apis, the methods used for classification of
the genus Apis were reviewed. [ Methods| Research papers were obtained from Pubmed website or CNKI database and the present
research situation and the research progress of the main classification methods A pis were analyzed by summarizing and refining the
retrieved literatures. [Findings| Four aspects, including determination of bees form, analysis on polymorphism of isoenzyme, mo-
lecular genetic markers and numerical taxonomy, were detailed summarized and found that determination of bees form is still the
most basic method of bee classification research. The new development of the classification methods can be added to the morphologi-
cal analysis, resulting in more accurate classification results. However, several shortcomings were also found in the new molecular
classification method. For example, RFLP, which was difficult to obtain the probe for showing the polymorphism of genomic DNA.
Multiple copies of microsatellite DNA could not track homologous regions of individual genomes in segregating populations. The ho-
mozygote and heterozygote could not be distinguished by dominant RAPD markers. [ Conclusions] With the development of molecu-
lar biology techniques, the taxonomy research methods of Apis are becoming more and more abundant. The classification accuracy
could be improved by establishing a combination of multiple methods and screening individual or multiple molecular markers. Sim-
plifying the experimental operations could be realized using automated molecular marker analysis method. All the above would be-
come the emphases for honeybee taxonomy research.

Keywords: Apis; classification; determination of bees form; molecular classification method
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