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Tab.1 The number of samples and location of przevalski 22 2
partridge A. magna and chukar partridge A. chukkar ML 2 2
y y Hap_1 ~ Hap_13 Hap_2
o s AKS 7 Hap_14 ~ Hap_22
GH 7 SB 5 Hap_
GD 10 QF 5 1 Hap_2
HZ. 10 DDS 5
HL 3 GL 2 8
1Z 10 T 10 2
LX 9 HLS 9 999,
X 7 WD 5 Hap_1  Hap_2
DX 6 ]
HN 8
HY 11
106 48
1.2 DNA
114157 5’ -GCCATA- 2.2
CACT ACACCGCA-3’ H15039 5’ -GGTGTTC- 13 5
TACTGGT TGGCTT-3* % Cyth 38. 46%
828 bp 5 LX HN QWS HSS HY
PCR 50 L 10 x
Buffer 5.0 pL 25 mmol/L MgCl, 4.0 pL 5 mmol/L 22.229% 12.5% 20% 14.29% 18.18%
dNTP 2.0pL 0.5 pmol/L 2.5 ul 5 LX HN
Taq 0.5 wL 10mmol/L DNA 2.0 L 3
PE9700  PCR 94 C 2.3
4 min 94 °C 40 s 54 C 50 s 2.3.1 Cytb 828 bp 8
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5 uL 1.0% 778 1 C-T 1 C-A
UVP-Whiter/ Ultraviolet transilluminator UVP Inc. 578
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Tab.2  Cytb haplotypes and varible sites of przvalski partridge and chukar partridge
/
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Fig.2 Top tree of two partridges
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Tab. 3  Genetic diversity of different populations genetic

diversity and hybrid frequency of hybrid populations

K Vst 7 SD h SD

LX 22.22 1.429 0.714  0.001 73 0.000 71  0.714 0.127
HN 12.50  0.571 0.203  0.000 69 0.000 47 0.286 0.196
QWS 20.00 1.286 0.617 0.001 55 0.00041 0.714 0.123
HSS 14.29 2.333 1.504 0.002 82 0.00057 0.733 0.155
HY 18.18 1.056 0.468 0.001 27 0.000 60 0.556 0.165
Hybrids - 0.500 0.173  0.000 60 0.00044 0.250 0.180
1.654 0.945 0.00200 0.000 11  0.744 0.033

A. magna
1.098 0.514 0.001 33 0.00027 0.688 0.069

A. chukar
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Introgressive Hybridization Between Two Partridges Based on
Mitochondrial Cytochrome b Cytb Gene

YANG Zhi-song' LIU Nai-fa’
1. Institute of Rare Animals and Plants China West Normal University Nanchong Sichuan 637002
2. School of Life Science Lanzhou University Lanzhou 730000 China

Abstract Przevalski partridge Alectoris magna is endemic in China with limited range. Chukar partridge Alectoris chukar ~ how-
ever has broad distribution. Both of them are indicative birds of arid and semiarid environments in northern China. We sampled 106
Przevalski partridges and 48 Chukar partridges for Cytb analyzing in the use of polymerase chain reaction PCR and direct sequencing
methods. 9 haplotypes of przevalski partridges and 13 haplotypes of chukar partridges were found There were 8 Przevalski partridges
from five populations having Chukar partridge Cytb genotype. However there were no Chukar partridge with Przevalski partridge’ s
genotype. Thus we can make it sure that the hybridization between two partridges is introgressive hybridization. The introgressive hy-
bridization is about 130 km wide and 400 km long from the surrounding of the Liupan Mountains to Lixian County. Analysis of Cytbh
gene indicates that introgressive hybridization has no significant influence on genetic diversity of Przevalski partridge population. As a
result introgressive hybridization is good to crease diversity of partridges in a short evolutionary time. In order to collect relative de-
tailed data long term wild monitoring should be carried on which could contribute to species evolution research.

Key words chukar partridge przevalski partridge introgressive hybridization hybridization zone genetic diversity Cytochrome b

gene
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